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Summary
Recent advances in molecular biology techniques have shown the presence of diverse microbial communities
and the existence of species endemic to Antarctica. This means that the scientific value of Antarctic
terrestrial microbial habitats can be compromised to a greater extent than previously realised by human
visitation. The ever-increasing human footprint in Antarctica make consideration of this topic more pressing,
as the number of locations known to be pristine habitats, where increasingly sophisticated cutting-edge
research techniques may be used to their full potential, declines. The purpose of this paper is to highlight
potential threats both to the conservation of terrestrial microbial ecosystems in Antarctica, and to future
scientific research requiring study of these ecosystems.

Background
Ice-free ground in Antarctica covers only 44,000 km2 or 0.34% of the continent’s area, but hosts the bulk of
terrestrial Antarctic life1. Microorganisms, including bacteria, algae, fungi, and viruses, generally comprise
the majority of the biomass and biodiversity in Antarctic terrestrial and freshwater ecosystems, particularly
under more climatically extreme habitats where higher organisms cannot survive 2. Terrestrial sites may
contain microbial communities that have persisted in Antarctica for at least several glacial cycles3, or species
that have colonised more recently by natural processes such as wind currents or transport by migrating
birds4.
In recent years, many important insights into Antarctic microbial ecology have been achieved using
molecular biological techniques. Many new discoveries would likely not have been possible using
traditional culture-dependant or microscopy techniques. Use of molecular techniques has shown that:
1. microbial biodiversity differs at sites across Antarctica5;
2. high levels of endemism exist in some microbial groups, despite the widely assumed ease of natural
colonisation processes6;
3. microorganisms can exist in complex assemblages and at higher levels of diversity than estimated by
earlier studies based upon microscopic and culture-dependent techniques7; and
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4. Antarctic microorganisms have specialized genes that enable them to survive and function in polar
habitats8.
Molecular biological techniques have seen dramatic increases in sophistication and reductions in cost in
recent years. As these trends continue, understanding of scientific issues of local and global relevance, such
as the effects of climate change on microbial systems, are likely to advance rapidly9.
In recognition of the need to understand comprehensively the biodiversity of the Antarctic continent and its
surrounding oceans, SCAR has recently approved two new Scientific Research Programmes: State of the
Antarctic Ecosystem (AntEco) and Antarctic Thresholds – Ecosystem Resilience and Adaptation (AnTERA). These new research programmes will deepen current understanding of the biodiversity of Antarctic
ecosystems, and its response to current and future impacts, including the effects of human activities.

Anthropogenic contamination of microbial terrestrial habitats
In Antarctic terrestrial sites, impacts such as chemical contamination or the introduction of a non-native plant
or animal can be highly visible with a clear impact. In contrast, microbial or genetic contamination is not
visually obvious and may not be considered routinely by non-microbiologists, or by those undertaking
Environmental Impact Assessments. However, long-term impacts can result from:
1. Non-native microorganisms. Non-native microorganisms introduced from areas outside Antarctica,
or from other biologically-distinct areas of Antarctica, may possess ecological, biochemical or
physiological capabilities that alter the structure and function of the indigenous community.

2. Transfer of novel genetic material. Non-native species may contain genes that encode properties not

found normally in pristine Antarctic microbial communities (e.g. resistance to antimicrobial agents
or other physiological or biochemical benefits). These genes may be transferred from the non-native
species to indigenous microorganisms by lateral gene transfer. If the genes are expressed in
indigenous microorganisms, they may alter the functional properties of the individual species and the
community as a whole10.

Sources of microbial and genetic contamination
Introduced non-native microorganisms and microbial genetic contamination have been identified in
association with:
1. dust, equipment and fibres from clothing11;
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2. human waste12; and
3. shed human skin cells (it is estimated that a person may shed c. 300 million dead skin cells per day
of which c. 10% may carry commensal microorganisms)13.
Therefore, visitation of Antarctic terrestrial sites by small numbers of people, or even individuals, will
inevitably result in the release of some microbial contaminants. Culture-dependent and molecular studies
have already shown that microbial contamination resulting from human activities can be detected in
Antarctic soils long after the activities have ceased14.

Do we know which locations are free of potential microbial contamination?
The human footprint in Antarctica continues to expand, but our records and understanding of which areas
have been visited is not yet comprehensive. Furthermore, there may be limited temporal and spatial
precision in locating past scientific activities15.
Therefore two issues arise:
1. It is increasingly difficult to identify pristine areas that are known categorically to be free of earlier
human activity, and that could represent the most appropriate locations for microbiological research
using sophisticated technologies16.
2. Undertaking research at a site may compromise, to some degree, the value of that location for future
molecular biological research. Given the technological advances in molecular biological methods
over the past decade, we may reasonably expect that future scientists will have access to
technologies with vastly greater scope and sensitivity than those we currently use. Therefore, the
different scientific disciplines should consider choosing their research sites to minimize this risk, for
example, rather than visit a pristine location use a previously impacted location, if an appropriate
alternative exists17.

Gaps in our knowledge
To help inform our future works, we have identified some gaps in our knowledge.
1. Currently we understand little about the scale and kinetics of transport processes for non-native
microorganisms after the initial introduction event, i.e. the extent to which non-native
microorganisms from a heavily contaminated site may be transported by wind or other process to
more pristine sites18.
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2. Few data exist describing how microbial diversity and function are altered following human
visitation19.
3. Useful guidelines have been produced to reduce the risk of non-native species introductions and
minimise environmental impacts at Antarctic terrestrial locations20, which are likely to be effective
for larger organisms and their propagules. However, the effectiveness of these guidelines for
reducing the risk of microbial contamination is not fully known.
4. Some Antarctic Specially Protected Areas (ASPAs) protect microbiological values and their
Management Plans contain permit conditions to reduce microbial contamination (e.g. use of
protective over-clothing) (e.g. ASPAs 126 and 130). However, the effectiveness of protective overclothing in preventing the release of non-native microorganisms within Antarctic protected areas has
not itself been characterised21.
5. Much effort has been devoted to developing cutting-edge technologies and guidelines to facilitate
access to sub-glacial lakes, while at the same time conserving and protecting these pristine
environments22. However, clean technologies to allow sampling of pristine Antarctic terrestrial
environments to an equivalent standard have not been developed. Further research into this area
may help safeguard the pristine nature of some terrestrial microbial habitats.
6. A better understanding of which areas remain free of all past human activity may help inform
conservation planning for microbiological habitats. Such locations may include inland sites situated
far from research stations and logistics hubs.

Recommendations
Belgium, South Africa, United Kingdom and SCAR recommend that the Committee:
1. consider microbial contamination of pristine sites during the Environmental Impact Assessments
for activities in locations that are likely never to have been visited;
2. consider using the Antarctic Protected Area System more actively to protect microbial habitats
for future science and for their own intrinsic value. A possible tool is the inclusion in the series
of ASPAs of areas kept inviolate from human interference, as described in Annex V (Article 3);
and
3. encourage Parties to undertake further research on the processes and impacts of microbial
contamination in Antarctic environments, to inform future discussions within CEP.
A draft resolution is included in Attachment A for Parties’ consideration.
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Attachment A

Draft Resolution XX
On the long-term conservation of terrestrial microbial habitats
The Representatives,
Recalling Article 3.2 (a) of Annex V to the Protocol on Environmental Protection to the Antarctic Treaty
which provides for the designation in the series of Antarctic Specially Protected Areas and the inclusion
therein of areas kept inviolate from human interference so that future comparisons may be possible with
localities that have been affected by human activities;
Recalling further that Article 3.2 of Annex V states that Parties shall seek to identify such areas within a
systematic environmental-geographic framework;
Recalling also that Resolution 3 (2008) recommended that the ‘Environmental Domains Analysis of the
Antarctic Continent’ annexed to that Resolution be used consistently and in conjunction with other tools
agreed within the Antarctic Treaty system as a dynamic model for the identification of areas that could be
designated as Antarctic Specially Protected Areas within the systematic environmental-geographical
framework referred to in Article 3(2) of Annex V of the Protocol;
Recalling Resolution 6 (2012) that the Antarctic Conservation Biogeographic Regions be used in conjunction
with the Environmental Domains Analysis and other tools agreed within the Antarctic Treaty system to
support activities relevant to the interests of the Parties, including as a dynamic model for the identification
of areas that could be designated as Antarctic Specially Protected Areas within the systematic
environmental-geographic framework referred to in Article 3.2 of Annex V to the Environmental Protocol;
Recalling Article 4 of Annex II to the Protocol on Environmental Protection to the Antarctic Treaty which
states that Each Party shall require that precautions are taken to prevent the accidental introduction of microorganisms (e.g., viruses, bacteria, yeasts, fungi) not present naturally in the Antarctic Treaty area;
Recommend that:
•
•

microbial contamination of pristine sites will be considered by Parties during the Environmental
Impact Assessments for activities in locations that are likely never to have been visited; and
the Antarctic Protected Area System be used more actively to protect microbial habitats for future
science and for their own intrinsic value, including through the designation of Areas kept inviolate
from human interference, as described in Annex V (Article 3).
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